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Conclusions

Université f"’l

de Montréal
Phe43 cavity and gp120 inner domain layer mutations render
CRFO1_AE strains susceptible to CD4mc antiviral activities.

Phed43 cavity and inner domain changes modulate the

sensitivity of HIV-1 from major clades to CD4mc antiviral
activities.

Phed3 cavity and gp120 inner domain substitutions affect
the sensitivity to a broad range of CD4 binding site probes.

Structural analysis reveals how the Phe43 cavity and inner
domain residues shape the CD4 binding site.
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